Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.002 Å; R factor = 0.041; wR factor = 0.130; data-to-parameter ratio = 17.4.
In the title compound, C 15 H 11 N 3 , the cyclohexene ring adopts a sofa conformation. An intramolecular N-HÁ Á ÁN hydrogen bond generates an S(7) ring motif. In the crystal, molecules are linked by intermolecular N-HÁ Á ÁN, C-HÁ Á ÁN and C-HÁ Á Á interactions into a three-dimensional network.
Related literature
For the biological activity of carbazole derivatives, see: Shufen et al. (1995) ; Magnus et al. (1992) ; Abraham (1975) ; Saxton (1983) ; Phillipson & Zenk (1980) ; Bergman & Pelcman (1990) ; Kirtikar & Basu (1933) ; Chakraborty et al. (1973) . For puckering parameters, see: Cremer & Pople (1975) . For asymmetry parameters, see: Nardelli (1983) . For hydrogen-bond motifs, see: Bernstein et al. (1995) .
Experimental
Crystal data H atoms treated by a mixture of independent and constrained refinement Á max = 0.23 e Å À3 Á min = À0.15 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg3 is the centroid of the C8-C13 ring. Data collection: APEX2 (Bruker, 2008) ; cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009 (Bergman & Pelcman, 1990; Kirtikar & Basu, 1933) . Aminocarbazoles are widely used as intermediates for the preparation of carbazole-based synthetic dyes, agrochemicals, pharmaceuticals, light-sensitive materials (Shufen et al., 1995) . Tetrahydrocarbazole systems are present in the framework of a number of indole-type alkaloids of biological interest (Magnus et al., 1992; Abraham, 1975; Saxton, 1983; Phillipson et al., 1980) . These types of compounds possess significant antibiotic, anti-carcinogenic, antiviral and anti-inflammatory properties (Chakraborty et al., 1973) . Against this background and to ascertain the molecular structure and conformation, the X-ray structure determination of the title compound has been carried out.
The ORTEP plot of the molecule is shown in Fig. 1 . The cyclohexane ring in the carbazole ring system adopts sofa conformation with the puckering parameters (Cremer & Pople, 1975) 
A mixture of 1-oxo-1,2,3,4-tetrahydrocarbazole (7.5 mmol), and melanonitrile (7.5 mmol), ammonium acetate (0.57 g, 8.125 mmol) and acetic acid (1.5 ml, 24.75 mmol) in 12.5 ml of toluene was stirred at 105°C for five 5 h. On cooling the precipitate that formed was filtered off, washed with hexane (20 ml) and dried at 100°C to give a crude product of 1-(dicyanomethylene) -2,3,4-tetrahydrocarbazole. The crystals of the title compound suitable for single XRD analysis were obtained by the slow evaporation method by using dichloroethane as solvent at room temperature.
Refinement
N-bound H atom was located in a difference map and refined isotropically. C-bound H atoms were positioned geometrically (C-H = 0.93-0.97 Å) and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (C) for all H atoms. The components of the anisotropic displacement parameters of (C14-C15) and (C14-C17) in the direction of the bond between them were restrained to be equal within an effective standard deviation of 0.001. Fig. 1 . The molecular structure of the title compound, showing the atomic numbering and displacement ellipsoids drawn at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (7) 0.0441 (6) −0.0081 (5) −0.0158 (5) 0.0000 (5) C5 0.0597 (7) 0.0476 (7) 0.0496 (7) −0.0054 (5) −0.0160 (5) 0.0062 (5) C6 0.0517 (6) 0.0408 (6) 0.0591 (7) −0.0023 (5) −0.0114 (5) −0.0020 (5) 
